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CLAIMS 

1 . A ikethod for detenninirig whether a compound is capable of 
inhibiting or disrupting an interaction between a first polypeptide and a second 
polypeptide said meuaod comprising: 

5 (a) (i) incubamng said first polypeptide with said second polypeptide under 
conditions whidh allow the first polypeptide to bind to the second polypeptide 
to form a complex; and bringing the complex thus formed into contact with a 
candidate compoimd; or 

(ii) incubating said first polypeptide with said second polypeptide in the 
1 0 presence of a candidate compound under conditions which would allow the 

first polypeptide to pujdApJ&e second polypeptide in the absence of the 
candidate compoi 

determining if said can^datecbmpound inhibits or disrupts binding of the 
first polypeptide to the second polypeptide; 
15 wherein said first polypeptide comprises a sequence according to SEQ ID NO. 1 and 
said second polypeptide comprises\a sequence which can bind a sequence according 
to SEQ ID NO. 1. 

2. A method according^ claim 1 wherein said sequence which can bind 
a sequence according to SEQ ED NO. A consists essentially of the sequence shown in 

20 SEQ ID NO. 10. 

3 . A method according J:cLc]£im 1 ^^vherein said candidate compoimd 
is a polypeptide comprising a sequence a<kording to SEQ ID NO. 1 and/or a sequence 
which can bind sequence according to SEQ ID NO. 1. 

4. A method according to claim\l , ^£oj3 wherein said first polypeptide 
25 and/or said second polypeptide is a viral poly^ptide. 

5. A method accordingtoclaim 4 wherein said viral polypeptide is a 
human papillomavirus (HPV) polypeptide. 

6. A method accordingjoj^lain^ said HPV polypeptide is E6. 

7. A method according to-aayso af*-nf t\p prece din g c&im o wbLrein said 
30 first polypeptide and/or said second polypeptide is aWlypeptide founfrin eukaryotic 
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cells. 

8. A method according to claim 7 wherein said eukaryotic polypeptide is 
selected from transection factors and celfcycle regulatory proteins. 

9. A metood aca)rdingjg_cl^ said eukaryotic 
polypeptide is selected Worn Mdm-2, p53, E2F, YY1, CBP, p300, MyoD and TFIEB. 

10. A methoq for determining whether a compound is capable of 
inhibiting or disrupting dp interaction between a first polypeptide and a second 

polypeptide said method dpmprising: 

(a) (i) incubating said finft polypeptide with said second polypeptide 
1 0 under conditions yWhac^llow the first polypeptide to bind with 

the second pol^€p2aej*^orm a complex; and bringing the 
complex thus formed mto contact with a candidate compound; 
or 

(ii) incubating said fiVst polypeptide with said second polypeptide in the 
1 5 presence of a candidate compound under conditions which would allow the 

first polypeptide to bind th^ second polypeptide in the absence of the 
candidate compound; and 

(b) determining if said candidate Compound inhibits or disrupts binding of the 
first polypeptide to the second polypeptide; 

20 wherein said first polypeptide comprise* a sequence according to SEQ ID NO. 1 and 
said second polypeptide is a human papillomavirus (HPV) polypeptide. 

11. A method according to claim 10 wherein said HPV polypeptide is E6. 

12. A cocftpound identified by a method according to any one of the 
preceding _chums. 

25 13 . Use of a con^sound in a method of disrupting an interaction between a 

first polypeptide and a second jstplypeptide, wherein said compound is a polypeptide 
comprising a sequence according tbiSEQ ID NO. 1 and/or a sequence which can bind 
a sequence according to SEQ ID NO.l^Aid first polypeptide comprises a sequence 
according to SEQ ID NO.l and/or saia s^bqnd polypeptide comprises a sequence 

30 which can bind a sequence according to SEQ X CD NO. 1 . 
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14. XJse of a compound in an in vitro method of disrupting an interaction 
between a first polypeptide and a second polypeptide, wherein said compound is a 
polypeptide composing a sequence according to SEQ ID NO.l and/or a sequence 
which can bind a sequence according to SEQ ID NO.l, said first polypeptide 

5 comprises a sequence according to SEQ ED NO. 1 and/or said second polypeptide 
comprises a sequence which can bind a sequence according to SEQ ID NO.l. 

1 5 . Use of a compound in the manufacture of a medicament for use in a 
method of disrupting an interaction between a first polypeptide and a second 
polypeptide, wherein said compound is a polypeptide comprising a sequence 

1 0 according to SEQ ID NO. 1 and/or a sequence which can bind a sequence according 
to SEQ ID NO.l, said first polypeptide comprises a sequence according to SEQ ID 
NO: 1 and/or said second polypepjtifl^ comprises a sequence which can bind a 
sequence according to SEQ ID 

16. Use according jto anMme of claiipsj^to 15 wherein said sequence 
15 which can bind a sequence accorain^to SEQ ID NO.l is as defined in claim 2. 

17. Use according to any JAe of claims 13 to 16 wherein said first 
polypeptide and/or said second polypeptide are asdefm&d in any one of claims 
4 to 9. 

18. Use according to any one o^claims 13 to 17 wherein the disruption of 
20 said interaction inhibits viral transcription. 

19. Use according to any one of clkimsU3to 18 wherein the disruption of 
said interaction inhibits cell cycle progression m mammalian cells. 

20. Use according to claim 19 where^j said mammalian cell is a cancer 

cell 

25 21. A compound for use in a method of disrupting an interaction between 

a first polypeptide and a second polypeptide, whereiAsaid compound is a 
polypeptide comprising a sequence according to SEQ ID NO. 1 and/or a sequence 
which can bind a sequence according to SEQ ID NO.l Aaid first polypeptide 
comprises a sequence according to SEQ ID NO.l and saia second polypeptide 

30 comprises a sequence which can bind a sequence according, to SEQ ID NO. 1. 
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22. X^ompound according to-elaiQi21^ wherein said sequence which can 
bind SEQ ED NO/Ns as defined in claim 2. 

23. A compfcmid according to daiiQ^21^or 22 wherein said first 
polypeptide and/or said secfc^i-pplypeptide are as defined in any one claims 4 to 9. 

24. A compound kcborBjing to any one of,glaims 21 to 23 wherein the 
disruption of said interaction ki£uo|^ viral transcription. 

25. A compound accordJtig^to any one of claiaaas^Mo 23 wherein the 
disruption of said interaction inhibits cell crcle progression in mammalian cells. 

26. A compound accordin&to claim.25 wherein said mammalian cell is a 
10 cancer cell. 

27. A method for identifying a compound which interacts with a 
polypeptide comprising a sequence according to SEQ ID NO. 1 and/or a sequence 
which can bind a sequence according to SEQ ID NO.i^which method comprises: 

(a) incubating a candidate compound with a polypeptide comprising a sequence 

\ > 

1 5 according to SEQ ID NO. A and/or a sequence which can bind a sequence according 

to SEQ ID NO.l under suitable conditions; and 

(b) determining if said candidate compound interacts with said 
polypeptide comprising a sequence according to SEQ ID NO. 1 and/or a sequence 
which can bind a sequence acfajid^i^t^ SEQ ID NO.l. 

20 28. A method accArdlhg^a-et&im 27 wherein said compound is a 

polypeptide. 

29. A method according to <^abo s 27 ^2$ wherein said sequence which 
can bind a sequence according to SEQ IIaNO.1 is as defined in claim 2. 

30. A purified polypeptide consisting essentially of a sequence according 
25 to SEQ ID NO.l. 

31. A purified polypeptide consisting essentially of a sequence which can 
bind a sequence according to SEQ ID NO. 1 . 

32. A purified polypeptide according th claim 3 1 which consists 
essentially of the sequence shown in SEQ ID NO. U 

30 33. A polynucleotide molecule comprising a coding region encoding a 
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33 further comprising an 
^andinframewitgthe, 

leotide according to claim 



polypeptide accor^ arrnrd ingtp claim 33 runu~ 

34. Apoly^ deaCC0 ^^mecodingregionencodmga 
additional coding regi/ 



^^^^^^ 

33(6*5*- 
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